with conflicting cues. Such decision-making would
, to determine the a cellular level, we first sought to identify molecular markers for subpopulations of neurons within the medial amygdala. To do this, we took two different approaches. First, using oligonucleotide microarrays and laser capture microdissection (Zirlinger and Anderson, 2003) , we compared the gene expression profile of the MEApd with that of the MEApv in adult mouse brain. Second, to identify markers that might be transiently expressed during development and therefore missed in the first screen, we also examined w100 candidate genes using in situ hybridization at embryonic day E14.5, when most medial amygdalar neurons are already generated ( projecting to these reproductive and defensive nuclei were distinct but intermingled ( Figure 7F ). QuantificaBecause the MEApv projects to both defensive and reproductive hypothalamic nuclei (Canteras et al., 1995) , tion indicated that approximately 85% of the CTB + neurons in this structure were negative for FG ( Figure 7L , we sought to determine which type of olfactory stimulus activates the neurons that project to these two hyMEApv and dm+vl). Positive-control experiments indicated that w70% of CTB + neurons were FG + when both pothalamic cell groups and whether these neurons are the same, or different. To address this question, we intracers were injected (separately) into the VMHdm (Figures 7E and 7L, MEApv and dm+dm) . These data indijected CTB into the reproductive (vl) or defensive (dm) Figure 1B ) and does not contain any inhibitory interneurons (Figure 7N 
